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Figure 1. Chemical structure of UCN-01,

UCN-02 and staurosporine
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Figure 2. Photolabeling of hAGP with (+) or
without (-) "HJUCN 01.
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Figure 3. N-terminal amino acid sequence
analysis by the Edman degradation method.
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Figure 4. Photolabeling of recombinant AGP
(Wild-type. W25A. W122A and W160A) with
[PHJUCN-01. *Statistically significant compared
with wild type; p<0.01.
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Figure 5. Type I and II docking models of
UCN-01 and hAGP
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Figure 6. Amino acid residues in a surface cleft
around Trp160 that interacts with UCN-01
exhibited in type II docking model.
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